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/□ 1. Document ID: US 6499364 Bl 

L7: Entry 1 of 26 File: USPT 



Dec 31, 2002 



US-PAT-NO: 6499364 

DOCUMENT- IDENTIFIER: US 6499364 Bl 
TITLE: Tip for a suction device 



□ 2. Document ID: US 6498024 Bl 

L7: Entry 2 of 26 File: USPT 



Dec 24, 2002 



US-PAT-NO: 6498024 

DOCUMENT- IDENTIFIER: US 6498024 Bl 

TITLE: Subtractive amplification kit useful in the diagnosis of genetic disease 
mutation or variation 
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□ 3. Document ID: US 6498013 Bl 

L7: Entry 3 of 26 File: USPT 



Dec 24, .2002 



US-PAT-NO: 6498013 

DOCUMENT- IDENTIFIER: US 6498013 Bl 



TITLE: Serial analysis of transcript expression using Mmel and long tags 



□ 4. Document ID: US 6482361 Bl 

L7: Entry 4 of 26 File: USPT 



Nov 19, 2002 



US-PAT-NO: 6482361 

DOCUMENT- IDENTIFIER: US 6482361 Bl 
TITLE: Suction Device 
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□ 5. Document ID: US 6383743 Bl 

L7: Entry 5 of 26 File: USPT May 7, 2002 

US-PAT-NO: 6383743 

DOCUMENT- IDENTIFIER: US 6383743 Bl 

TITLE: Method for serial analysis of gene expression 
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□ 6. Document ID: US 6329151 Bl 

L7: Entry 6 of 26 File: USPT 



Dec 11, 2001 



US-PAT-NO: 6329151 

DOCUMENT- IDENTIFIER: US 6329151 Bl 

TITLE: High density sampling of differentially expressed prokaryotic mRNA 
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□ 7. Document ID: US 6309874 Bl 

L7: Entry 7 of 26 File: USPT Oct 30, 2001 

US-PAT-NO: 6309874 

DOCUMENT- IDENTIFIER: US 6309874 Bl 
TITLE: Selection marker 



□ 8. Document ID: US 6306603 Bl 

L7: Entry 8 of 26 File: USPT 



Oct 23, 2001 



US-PAT-NO: 6306603 

DOCUMENT- IDENTIFIER: US 63 06603 Bl 

TITLE: CD36 mutant gene and methods for diagnosing diseases caused by abnormal lipid 
metabolism and diagnostic kits therefor 
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□ 9. Document ID: US 6258533 Bl 

L7: Entry 9 of 26 File: USPT Jul 10, 2001 

US-PAT-NO: 6258533 

DOCUMENT- IDENTIFIER: US 6258533 Bl 

TITLE: Iterative and regenerative DNA sequencing method 
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□ 10. Document DD: US 6242236 Bl 

L7: Entry 10 of 26 File: USPT 



Jun 5, 2001 



US-PAT-NO: 6242236 

DOCUMENT- IDENTIFIER: US 6242236 Bl 

TITLE: Method of promoting enzyme diversity 
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L7: Entry 21 of 26 



File: USPT 



Jan 27, 1998 



DOCUMENT- IDENTIFIER: US 5712127 A 
TITLE: Subtractive amplification 



Drawing Description Text (8) : 

FIG. 6A shows agarose gel electrophoretic analysis of the products of subtractive 
amplification, wherein the hybridization reaction was variously treated with RNase H 
and/or DNase I before amplification using PCR, where (I) is a photograph of the 
products detected by ethidium bromide staining, and (II) is an autoradiogram of the 
products detected by blot hybridization to radiolabeled oligonucleotide probes; 

Detailed Description Text (141) : 

Furthermore, the use of RNase H appears to also increase the efficiency of the 
subtraction process. That is, a minor band corresponding to the p4-M amplicon was 
visible after RT -PCR re-amplification of a sample not treated with RNase H compared 
to a similar sample containing RNase H (FIG. 7A-I, -II; Lane 3 vs Lane 5) . 
Similarly, the slot-blot results for comparable NASBA reactions showed a greater 
than ten-fold increase in efficiency when RNase H was used (FIG. 7B-I; Lanes 3 vs 
5) . The increased efficiency with RHase H is most likely due to multiple rounds of 
hybrid formation and degradation of the hybridized RNA during the hybridization 
reaction. Thus, the use of RNase H is not absolutely essential for enablement of the 
subtractive amplification process. 

Detailed Description Text (150) : 

Subtraction levels with and without RNase H for RT-PCR and NASBA 



